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Gram-Positive

Enterococcus faecalis 
(13) 

54%

(14) 

100%

(16) 

100%

Staphylococcus aureus 
(26) 

88%

(11) 

55%

(16) 

63%

(41) 

51%

(36) 

61%

(38) 

34%

(25) 

96%

(35) 

83%

(32) 

94%

(38) 

100%

Staphylococcus epidermidis 
(26) 

96%

Gram-Negative

Klebsiella pneumoniae 
(14) 

100%

(11) 

100%

(11) 

100%

(11) 

91%

(11) 

100%

(13) 

15%

(11) 

73%

Pseudomonas aeruginosa 
(11) 

82%

(11) 

100%

(11) 

73%
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Note: Pathogens with less than 10 isolates and antibiotics with less than 25 isolates were excluded from this antibiogram. The number in 

parentheses indicates the total number of isolates and the percent susceptible is shown in bold).

cephalo-

sporins

b-lactam/b-

lactamase 

inhibitors

aminoglycosides quino-lones penicillins


