Tiered Cluster Response Plan
 
[bookmark: _GoBack]The tiered cluster response plan is designed to be integrated with Texas’s larger HIV response plan. This plan was developed to ensure uniform response to clusters.
 
Molecular analysis using drug resistance HIV genotype data reported to HIV surveillance. This analysis looks for very similar viral RNA sequences that can indicate that two people are closely related in a transmission network. This can mean that person to person transmission is happening in this network at a higher-than-expected rate. We cannot determine directionality of transmission, and patient human DNA is never used for this analysis.
 
Time/Space cluster detection happens when a higher-than-expected number of new HIV cases are diagnosed in a given geographic location. This analysis looks at monthly diagnoses by county over the past several years. It alerts epidemiologists at central office when a higher than “normal” number of cases are diagnosed.
 
Sometimes medical providers or DIS notice changes in diagnosis or risk factor collection that seem strange and higher than expected. They contact the local health department staff who talk to their central office consultants (for public health follow up or surveillance) who then discuss the potential cluster with the Cluster Detection and Response team at Central Office.
 
Clusters will be tiered by size and timeline. Clusters have the ability to elevate tiers by age, location, co-infection, viral suppression, and drug resistance. All clusters will be assigned a tier following desktop review of these factors.
 
Tiered cluster investigation and response:  
 
· Tier 1- Ongoing Clusters/Individual Follow-up 
· Criteria: 1 to 5 new diagnoses in the past 12 months. Good cluster viral suppression (>50-75% based on cluster size).
· Surveillance: Passive monitoring of inactive clusters, look for new diagnoses.
· Prevention: D2C, desktop reviews  
 
· Tier 2- Cluster Investigation Warranted
· Molecular Criteria: Meets national cluster criteria. Cluster identified using a 0.5% genetic distance threshold and have at least 5 new diagnoses in the past 12 months. Poor cluster viral suppression (<50%).
· T/S Criteria: Current quarter diagnosis count ≥5 and ≥2 SD above the three-year average. Number of new diagnoses in a geographic area (e.g., county) is greater than 2 standard deviations AND is more than 2 diagnoses above the mean of the 3-year baseline in the past 12 months.
· Engage local/regional health departments.
· Surveillance: D2C line list, create a cluster snapshot, line list with lab information.
· Prevention: Interview/re-interview cluster members and partners. D2C, retesting risk network partner, PrEP linkage.
 
· Tier 3- Population-level Interventions Warranted 
· Molecular Criteria: Large, rapidly growing cluster. Cluster identified using a 0.5% genetic distance threshold and have at least 15 new diagnoses in the past 12 months. Poor cluster viral suppression (<50%).
· T/S Criteria: Current quarter diagnosis count ≥5 and ≥3 SD above the three-year average. Number of new diagnoses in a geographic area (e.g., county) is greater than 3 standard deviations AND is more than 5 diagnoses above the mean of the 3-year baseline in the past 12 months.
· Surveillance: Creating line lists, transmission, and risk networks. Developing cluster snapshots for internal use. D2C line lists.
· Prevention: Engage CBOs, community level interventions, retesting, enhanced linkage to care, community testing events, PrEP linkage. Interview/re-interview cluster members and partners.
· If EHE county, handled by EHE designated staff, need to loop in EHE community advisory board. If not an EHE county, will be handled by DIS.
· Reach out to Blue Ribbon Provider Panel for guidance.
 
· Tier 4- Outbreak Response Warranted
· Molecular Criteria: Large, rapidly growing cluster. Cluster identified using a 0.5% genetic distance threshold and have at least 25 new diagnoses in the past 12 months. Drug resistance. Many young (aged 13-19 years) cluster members. Poor cluster viral suppression (<50%).

· T/S Criteria: Number of new diagnoses in a geographic area (e.g., county) is greater than 3 standard deviations AND is more than 10 diagnoses above the mean of the 3-year baseline in the past 12 months.

· Surveillance: Creating line lists, transmission and risk networks. Deploy central office surveillance staff (CDR Team Lead, CDR Program Specialist, T\S Coord., Program Specialist IVs) to lead outbreak response command center and assist with MRA as needed. Creating cluster snapshots for internal use and sharing out (expect data requests). Notify CDC. D2C line lists. Medical chart abstractions- Re-direct regional\local staff as needed (RLHD)

· PHFU: Deploy central office staff (staff TBD) to lead outbreak response command center, Interview/re-interview cluster members and partners. Re-direct regional\local staff as needed, retesting, enhanced linkage activities, community testing events, PrEP linkage.


· HIV Prevention: Deploy central office staff (Staff TBD) to lead outbreak response command center, re-direct regional\local staff as needed, retesting, enhanced linkage activities, community testing events, PrEP linkage.

· Communication-handled from C\O or in field (Staff TBD) Press releases, dear colleague letters, weekly updates, coordinating calls with LRHD staff and community stakeholders. Coordinate messaging with LRHD communications group(s). 

DIS Reporting Guidelines: 
HIV clusters can be identified in three ways: molecular clusters, time space clusters, and DIS/provider identified clusters. Local and regional health departments or local providers may notice a sudden spike in new diagnoses that is higher than normal for their area. These clusters may be identified by sites noticing a large number of connected cases in their “lot” books. Sites may flag this spike for further analysis at central office. Sites should send an email to hivstd@dshs.texas.gov, if they are seeing an increase in diagnoses and that they will be tasking the event IDs in THISIS. Sites should then send a task with the event IDs to your surveillance or public health follow up consultant with a note to pass along to the Cluster Detection and Response team. Upon further analysis, if these connected cases result in a cluster, central office will notify the site about next steps.
 

